Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.065; wR factor = 0.187; data-to-parameter ratio = 15.5.
The six-membered N-heterocyclic ring of the title compound, C 17 H 15 ClN 2 O, is fused with a methyl-substituted cyclohexene ring. The approximately planar nitrogen-bearing ring (r.m.s. deviation 0.019 Å ) is aromatic, and the N atom shows a trigonal-planar coordination; its benzene substituent is aligned at 77.1 (1) . The cyclohexene ring adopts a half-chair conformation. In the crystal, inversion-related molecules are linked by pairs of N-HÁ Á ÁO hydrogen bonds, generating dimers.
Related literature
For a related compound, see: Asiri et al. (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
We have reported the synthesis of 2-oxo-4-phenyl-1,2,5,6-tetrahydrobenzo[h]quinoline-3-carbonitrile by using the reaction of benzaldehyde, 1-tetralone and ethyl cyanoacetate. The last reactant is incorporated into the product to form a part of the six-membered nitrogen-bearing ring, which is now endowed with an exocyclic cyanide group (Asiri et al., 2011) . In the present study, the use of 2-methylcyclohexane leads to the formation of the analogous compound with a cyclohexene ring fused with the six-membered nitrogen-bearing ring (Scheme I). The planar nitrogen-bearing ring (r.m.s. deviation 0.019 Å) is aromatic, and the N atom shows trigonal planar coordination; its benzene substituent is aligned at 77.1 (1) °. The cyclohexene ring adopts a half-chair conformation ( Fig. 1) . Two molecules are linked about a center-of-inversion by an N-H···O hydrogen bond to generate a dimer (Table 1) .
Experimental 4-Chlorobenzaldehyde (1.4 g, 10 mmol), 2-methylcyclohexanone (1.2 g, 10 mmol), ethyl cyanoacetate (1.1 g, 10 mmol) and ammonium acetate (6.2 g, 80 mmol) were heated in ethanol (50 ml) for 6 h. The solid product was collected, washed with water and then recrystallized from ethanol.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H 0.95-0.99 Å; U iso (H) 1.2-1.5 U eq (C)] and were included in the refinement in the riding model approximation. The amino H-atom was located in a difference Fourier map and was freely refined. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

